Introduction {#section1-0394632017715837}
============

Hypoxic-ischemic brain injury (HIBI) is a leading cause of mortality and morbidity, which is caused by intrapartum or late antepartum brain hypoxia and ischemia.^[@bibr1-0394632017715837]^ This potentially devastating event leads to death or long-term neurologic impairment in both adults and children, with fetal distress and hypoxia caused by situations such as the umbilical cord wrapped around the neck.^[@bibr2-0394632017715837],[@bibr3-0394632017715837]^ Despite the recent advances in perinatal care, perinatal hypoxia--ischemia remains a tragic cause of neonatal death and/or severe neurological disorders.^[@bibr4-0394632017715837]^ In particular, ischemia and hypoxia in the perinatal period occurs in 1--6 of every 1000 live-births^[@bibr5-0394632017715837],[@bibr6-0394632017715837]^ and approximately 40% of newborn infants with HIBI die during the neonatal period, while 30% suffer lifelong neurologic impairment.^[@bibr7-0394632017715837],[@bibr8-0394632017715837]^ The consequences of HIBI require complex and continuous management and new treatments are urgently needed to improve patient outcomes.

MicroRNAs (miRNAs) represent a class of highly conserved small, non-coding RNA molecules that are widely expressed in eukaryotic cells. These molecules regulate protein expression by binding to specific sequences in messenger RNA (mRNA) molecules, most commonly in the 3′-UTR.^[@bibr9-0394632017715837],[@bibr10-0394632017715837]^ MiRNAs are critically involved in controlling a wide variety of biological processes including differentiation, proliferation, and apoptosis.^[@bibr11-0394632017715837]^ It has been reported that approximately 70% of known miRNAs are expressed specifically or enriched in the brain^[@bibr12-0394632017715837]^ and play important roles in the development and function of the nervous system. Using oxygen-glucose deprivation (OGD) to mimic an ex vivo model of HIBI, miR-210 has been found to exert neuroprotective effects by inhibiting PC12 cells apoptosis.^[@bibr13-0394632017715837],[@bibr14-0394632017715837]^ Furthermore, a recent in vivo study provided the evidence that miR-210 inhibition might be a potential therapeutic approach to combat neonatal ischemic hypoxia.^[@bibr15-0394632017715837]^ Reduced levels of miR-659-3p have been shown to correlate with increased levels of neuroprotective progranulin in some brain injury conditions caused by OGD and hypoxic stress.^[@bibr16-0394632017715837]^

In the previous study, miR-132 has been identified as a conserved and neuron-enriched miRNA.^[@bibr17-0394632017715837]^ Knockdown or mutation of miR-132 caused severe intracranial hemorrhage and disruption of brain vascular integrity in zebrafish larvae.^[@bibr18-0394632017715837]^ Besides, it was also delineated that overexpression of miR-132 in primary cultures of hippocampal neurons or delivered directly into the CA1 of living rats by means of the lentiviral expression system prior to induction of ischemia afforded robust protection against ischemia-induced neuronal death.^[@bibr19-0394632017715837]^ These studies indicate that inhibition of miR-132 expression plays an important role in neuronal cell death under ischemic conditions.

In this study, OGD was established in primary hippocampal neurons to mimic an in vitro model of HIBI, since miR-132 has been reported to exert neuroprotective functions under OGD but not under hydrogen peroxide.^[@bibr20-0394632017715837]^ The effects of miR-132 on OGD-induced apoptosis were assessed, and the underlying mechanism(s) in which miR-132 protected hippocampal neurons was detected. The findings of this study will add to the growing literature that targeting neuroprotective pathways controlled by miR-132 may represent a therapeutic strategy for the treatment of HIBI.

Materials and methods {#section2-0394632017715837}
=====================

Hippocampal neuron isolation and culture {#section3-0394632017715837}
----------------------------------------

Hippocampal neuron was isolated from specific pathogen-free grade fetal Sprague-Dawley (SD) rats (14 days, Vital River Laboratories, Beijing, China). All the animal experiments conducted in this study were approved by the Animal Ethics Committee of Affiliated Hospital of Jining Medical University and were performed according to the instructions of our institute.

For hippocampal neuron isolation, rats were anesthetized with chloral hydrate (2 mL/kg body weight) and then hippocampus was removed and cut into small chunks (\~2 mm^[@bibr3-0394632017715837]^). After washing with Hanks' balanced salt solution (HBSS, Bogoo, Shanghai, China) twice, hippocampus was dissociated in 0.125% trypsin (Sigma-Aldrich, St. Louis, MO, USA) for 40 min at 37°C. Cells were collected by centrifugation at 400*g* for 10 min, suspended in neurobasal (NB) medium (Gibco, Carlsbad, CA, USA) containing 2% B27 supplement (Gibco), 500 µM [l]{.smallcaps}-glutamine (Gibco), and penicillin-streptomycin (100 U/mL, Sigma-Aldrich). Cells (75,000 in 50 µL medium) were plated in four-well plates (13-mm diameter wells) coated with poly-[d]{.smallcaps}-lysine (0.05 mg/mL) and incubated at 37°C with 95% air and 5% CO~2~.

OGD model {#section4-0394632017715837}
---------

For OGD, hippocampal neurons were incubated in glucose-free Dulbecco's modified Eagle's medium (DMEM, Gibco) at 37°C in a hypoxic incubator with 0.2% O~2~, 5% CO~2~, and 94.8% N~2~. Control neuron cells (non-OGD conditions) were cultured in glucose-free DMEM at 37°C with 95% air and 5% CO~2~. Hippocampal neurons were subjected to OGD for 2 h. Glucose-free medium was then replaced with NB medium and cultures were returned to a normoxic 95% air and 5% CO~2~ incubator.

MiRNA transfection {#section5-0394632017715837}
------------------

The miR-132 mimic, RNA-132 inhibitor, and corresponding negative control were designed and synthesized by GenePharma Co., Ltd. (Shanghai, China). Transfections were performed using Lipofectamine 2000 reagent (Invitrogen, Carlsbad, CA, USA) according to the manufacturer's instructions. The final concentration of miR-132 mimic, miR-132 inhibitor, and control was 50 nM, 200 nM, and 100 nM. At 48 h after transfection, the cells were collected for the use in the following experiments.

Cell viability assay {#section6-0394632017715837}
--------------------

Cell viability was assessed using the Cell Counting Kit-8 (CCK-8, Dojindo Molecular Technologies, Gaithersburg, MD). The miR-transfected hippocampal neurons were seeded into 96-well plates (5 × 10^3^ cells/well) for adherence. After 2 h of exposure in OGD conditions, and another 12--48 h incubation in the fresh NB medium, 10 µL CCK-8 solution was added, and the cultures were incubated for 1 h at 37°C. Cell viability was determined by measuring the absorbance of the culture supernatants at 450 nm using a Microplate Reader (Bio-Rad, Hercules, CA, USA).

Apoptosis assay {#section7-0394632017715837}
---------------

Cell apoptosis analysis was performed by flow cytometry using the FITC-conjugated Annexin V apoptosis detection kit (BD Pharmingen, San Jose, CA, USA). The miR-transfected hippocampal neurons were seeded into six-well plates (5 × 10^5^ cells/well) for adherence. After 2 h of exposure in OGD conditions, and 12--48 h of incubation in the fresh NB medium, cells were collected and suspended in 200 µL Binding Buffer containing 10 µL Annexin V-FITC and 10 µL propidium iodide (PI). The samples were then incubated in the dark at 4°C for 30 min in the dark. Flow cytometric analysis was conducted using a FACScalibur (Beckman Coulter, Fullerton, CA, USA), and the data were analyzed using FlowJo software (Tree Star, San Carlos, CA, USA).

RNA extraction and quantitative real-time polymerase chain reaction analysis {#section8-0394632017715837}
----------------------------------------------------------------------------

Total RNA was extracted from hippocampal neurons using TRIzol reagent (Life Technologies Corporation, Carlsbad, CA, USA) according to the manufacturer's instructions. Complementary DNA (cDNA) was synthesized using a PrimeScript RT reagent Kit (Takara, Dalian, China), and quantitative real-time polymerase chain reaction (qRT-PCR) was performed using SYBR Premix Ex Taq II Reagent Kit (Takara) according to the manufacturer's instructions. MiR-132 expression was normalized to the endogenous snRNA U6. Relative miR-132 expression was calculated using the 2-ΔΔCt method, where ΔCt = (Ct target gene − Ct U6), and Ct represents the cycle threshold.

Western blot analysis {#section9-0394632017715837}
---------------------

Hippocampal neurons were collected and lysed for 30 min in lysis buffer (Beyotime Biotechnology, Shanghai, China) containing 1 mM phenylmethane sulfonyl fluoride (Beyotime Biotechnology). The cells were then centrifuged at 400*g* for 10 min at 4°C. Protein concentrations in the cell lysates were determined by the BCA protein assay (Beyotime Biotechnology). Equal amounts of cell lysates (20 mg) were separated by 10%--12% sodium dodecyl sulfate--polyacrylamide gel electrophoresis (SDS-PAGE) before transfer to polyvinylidene difluoride (PVDF) membranes. After blocking for 30 min in phosphate-buffered saline (PBS) containing 1% bovine serum albumin with 0.05% Tween 20, the membranes were incubated at 4°C overnight with primary antibodies for the detection of BCL-2, Bax, cytochrome c, caspase-9, and FOXO3 (1:1000 dilution, Abcam, Cambridge, MA, USA). Glyceraldehyde 3-phosphate dehydrogenase (GAPDH; 1:1000 dilution, Immuno Way Bio-technology, USA) was detected as an internal control. After three washes with Tris-buffered saline with Tween 20 (TBST), the membranes were incubated for 1 h at room temperature with alkaline phosphatase-goat anti-rabbit IgG (1:1000 dilution; ZSGB-BIO, Beijing, China) or alkaline phosphatase-rabbit anti-goat IgG (1:1000 dilution; ZSGB-BIO). Western Blue^®^ stabilized substrate alkaline phosphatase (Promega, Madison, WI, USA) was used to visualize the immunoreactive signals. Band intensities of the air-dried membranes were analyzed using an image analyzer (Bio-Rad Laboratories, Hercules, CA, USA) and Image J v1.50 software.

Caspase-3 activity assay kit {#section10-0394632017715837}
----------------------------

Hippocampal neurons were collected by centrifugation at 600*g* for 5 min at 4°C. The supernatant was discarded and cells were washed once with PBS. Cell lysates were prepared as described in western blot analysis, and caspase-3 activity was measured using the colorimetric caspase-3 activity assay kit (Beyotime Biotechnology) according to the manufacturer's instructions. After the addition of the caspase-3 substrate Ac-DEVD-pNA (2 mM), the reaction mixture was mixed and incubated at 37°C for 60--120 min. The absorbance was measured immediately at 405 nm using a spectrophotometer.

Dual luciferase activity assay {#section11-0394632017715837}
------------------------------

The fragments from FOXO3 containing the predicted miR-132 binding site was amplified by PCR and cloned into a pmirGlO Dual-luciferase miRNA Target Expression Vector (Promega) to form the reporter vector FOXO3-wild-type (FOXO3-wt). To mutate the putative binding site of miR-132 in the FOXO3, the sequences of putative binding site were replaced and were named as FOXO3-mutated-type (FOXO3-mt). Cells were co-transfected with the reporter constructs and miR-132 mimic or control using Lipofectamine 2000 (Invitrogen). Reporter assays were done using the dual-luciferase assay system (Promega) following the manufacturer's information.

Statistical analysis {#section12-0394632017715837}
--------------------

All statistical analyses were performed using GraphPad Prism software version 6.0 (GraphPad Software Inc., San Diego, CA, USA) and the data are presented as mean ± standard derivations (SD) of three independent experiments. Differences among groups were analyzed using repeated-measures one-way analysis of variance (ANOVA) comparison test. A value of *P* \< 0.05 was considered to indicate statistical significance.

Results {#section13-0394632017715837}
=======

MiR-132 was highly expressed in hippocampal neurons following OGD exposure {#section14-0394632017715837}
--------------------------------------------------------------------------

To determine if miR-132 expression is involved in hypoxic-ischemic induced neuronal death, the expression of miR-132 in OGD-stimulated hippocampal neurons was monitored. qRT-PCR analysis results showed that ([Figure 1(a)](#fig1-0394632017715837){ref-type="fig"}) the expression of miR-132 in hippocampal neurons was increased to 1.97 ± 0.14 folds following OGD exposure (*P* \< 0.001), indicating miR-132 was significantly up-regulated by OGD stimulus. Next, we transfected miR-132 mimic, miR-132 inhibitor, or their control into hippocampal neurons and detected the transfection efficiency by qRT-PCR. As shown in [Figure 1(b)](#fig1-0394632017715837){ref-type="fig"}, when compared with the control group, cells transfected with the miR-132 mimic exhibited significant overexpression (*P* \< 0.001), while transfection with the miR-132 inhibitor resulted in a significant decrease in expression (*P* \< 0.01).

![MiR-132 was highly expressed in hippocampal neurons following OGD exposure. (a) Primary hippocampal neurons were exposed to OGD conditions for 2 h and then the expression of miR-132 in cells was detected by qRT-PCR at 48 h post-OGD. (b) Primary hippocampal neurons were transfected with miR-132 mimic or miR-132 inhibitor and then exposed to OGD conditions for 2 h. Expression of miR-132 was analyzed by qRT-PCR at 48 h post-OGD. Data represent the mean ± SD of three independent experiments. \*\**P* \< 0.01, \*\*\**P* \< 0.001 compared to control group.](10.1177_0394632017715837-fig1){#fig1-0394632017715837}

Effects of miR-132 expression on OGD-diminished cell viability {#section15-0394632017715837}
--------------------------------------------------------------

The effects of miR-132 dysregulation on hippocampal neurons viability following OGD were analyzed by CCK-8 assay. We found that miR-132 overexpression resulted in a significant viability increase on the cells cultured for 12--48 h (*P* \< 0.05 or *P* \< 0.01) when compared to the control group. In contrast, miR-132 suppression resulted in a significant decrease in cell viability at the same time points (*P* \< 0.05 or *P* \< 0.01, [Figure 2](#fig2-0394632017715837){ref-type="fig"}).

![Overexpression of miR-132 increased OGD-diminished viability in hippocampal neurons. Primary hippocampal neurons were transfected with miR-132 mimic or miR-132 inhibitor. Following exposure to OGD for 2 h, cell viability was analyzed by CCK-8 assay at 12, 24, and 48 h post-OGD. Data represent the mean ± SD of three independent experiments. \**P* \< 0.05, \*\**P* \< 0.01 compared to control group.](10.1177_0394632017715837-fig2){#fig2-0394632017715837}

Effects of miR-132 expression on OGD-induced cell apoptosis {#section16-0394632017715837}
-----------------------------------------------------------

The effects of miR-132 expression on OGD-induced apoptosis in hippocampal neurons were analyzed by flow cytometry after FITC-Annexin V and PI double-staining. As shown in [Figure 3(a)](#fig3-0394632017715837){ref-type="fig"} and [(b)](#fig3-0394632017715837){ref-type="fig"}, miR-132 overexpression significantly decreased the proportion of apoptotic neurons compared with that of cells transfected with the control (*P* \< 0.05 at 12 and 24 h; *P* \< 0.01 at 48 h), while miR-132 suppression resulted in a significant increase in the proportion of apoptotic cells (*P* \< 0.05 at 12 h; *P* \< 0.01 at 24 h; *P* \< 0.001 at 48 h).

![Overexpression of miR-132 inhibited OGD-induced apoptosis in hippocampal neurons. (a and b) Primary hippocampal neurons were transfected with miR-132 mimic or miR-132 inhibitor. Following exposure to OGD for 2 h, apoptotic cells rate were detected by flow cytometry at 12, 24, and 48 h post-OGD. Data represent the mean ± SD of three independent experiments. \**P* \< 0.05, \*\**P* \< 0.01, \*\*\**P* \< 0.001 compared to control group.](10.1177_0394632017715837-fig3){#fig3-0394632017715837}

Effects of miR-132 expression on apoptosis-associated proteins {#section17-0394632017715837}
--------------------------------------------------------------

To further investigate the underlying mechanism(s) via which miR-132 expression impacted OGD-stimulated hippocampal neurons, we focused on the expression changes in several apoptosis-related proteins. We found that miR-132 overexpression resulted in a significant decrease in the expression of Bax, cytochrome c, and caspase-9 on the cells cultured for 12--48 h (*P* \< 0.05 or *P* \< 0.01, [Figure 4(a)--(d)](#fig4-0394632017715837){ref-type="fig"}). It seemed that miR-132 overexpression had no impact on the expression of BCL-2 on the cells cultured for 12 and 24 h, while significant up-regulation of BCL-2 was observed in miR-132 overexpressing cells cultured for 48 h (*P* \< 0.05). In contrast, miR-132 suppression resulted in a significant decrease in BCL-2 expression and significant increases in Bax, cytochrome c, and caspase-9 expression on cells cultured for 12--48 h (*P* \< 0.05, *P* \< 0.01, or *P* \< 0.001).

![Overexpression of miR-132 altered the expression of apoptosis-related proteins in hippocampal neurons following OGD. (a--d) Primary hippocampal neurons were transfected with miR-132 mimic or miR-132 inhibitor before exposure to OGD for 2 h. Expression of apoptosis-related proteins in hippocampal neurons was analyzed by Western blotting at 12, 24, and 48 h post-OGD. Data represent the mean ± SD of three independent experiments. \**P* \< 0.05, \*\**P* \< 0.01, \*\*\**P* \< 0.001 compared to control group.](10.1177_0394632017715837-fig4){#fig4-0394632017715837}

Effects of miR-132 expression on caspase-3 activity {#section18-0394632017715837}
---------------------------------------------------

To further elucidate the role of miR-132 expression on hippocampal neurons apoptosis following OGD, the activity of caspase-3 was detected using a colorimetric assay. As shown in [Figure 5](#fig5-0394632017715837){ref-type="fig"}, the activity of caspase-3 was significantly decreased in miR-132 overexpressing cells, while was increased in miR-132-suppressing cells at 12, 24, and 48 h post-OGD (*P* \< 0.05, *P* \< 0.01, or *P* \< 0.001).

![Overexpression of miR-132 inhibited caspase-3 activity in hippocampal neurons following OGD. Primary hippocampal neurons were transfected with miR-132 mimic or miR-132 inhibitor before exposure to OGD for 2 h. Caspase-3 activity was analyzed using a colorimetric assay at 12, 24, and 48 h post-OGD. Data represent the mean ± SD of three independent experiments. \**P* \< 0.05, \*\**P* \< 0.01, \*\*\**P* \< 0.001 compared to control group.](10.1177_0394632017715837-fig5){#fig5-0394632017715837}

Effects of miR-132 expression on FOXO3 expression {#section19-0394632017715837}
-------------------------------------------------

It is well known that repression of mRNAs by miRNAs is an important mechanism for regulation of expression during cell fate specification, apoptosis, and metabolism.^[@bibr21-0394632017715837]^ Therefore, we sought the mRNA targets of miR-132 in order to further understand the mechanism via which miR-132 protected hippocampal neurons from OGD exposure. Using TargetScan database, we found that none of Bax, caspase-9, and cytochrome c was a target of miR-132, while FOXO3 was predicted as a potential target of miR-132 ([Figure 6(a)](#fig6-0394632017715837){ref-type="fig"}). To confirm this prediction, dual luciferase activity assay was performed, and we found that the luciferase activity was significantly reduced by co-transfection with FOXO3-wt and miR-132 mimic (*P* \< 0.01, [Figure 6(b)](#fig6-0394632017715837){ref-type="fig"}), suggesting FOXO3 was a direct target of miR-132. Then, qRT-PCR and western blot analyses were performed to assess the regulatory effects of miR-132 on FOXO3. As shown in [Figure 6(c)](#fig6-0394632017715837){ref-type="fig"} and [(d)](#fig6-0394632017715837){ref-type="fig"}, both the mRNA and protein levels of FOXO3 were down-regulated by miR-132 overexpression, while was up-regulated by miR-132 suppression (*P* \< 0.01 or *P* \< 0.001), indicating that FOXO3 was negatively regulated by miR-132.

![FOXO3 was a direct target of miR-132. (a) TargetScan database was used to predict whether FOXO3 was a target gene of miR-132. (b) Dual luciferase activity assay was performed to verify the prediction from TargetScan. (c and d) Primary hippocampal neurons were transfected with miR-132 mimic or miR-132 inhibitor and then the mRNA and protein expression levels of FOXO3 were assessed by qRT-PCR and western blot analysis. Data represent the mean ± SD of three independent experiments. \*\**P* \< 0.01, \*\*\**P* \< 0.001 compared to control group.](10.1177_0394632017715837-fig6){#fig6-0394632017715837}

Discussion {#section20-0394632017715837}
==========

MiRNAs are essential for normal brain development and for establishing the functional connectivity of the brain.^[@bibr17-0394632017715837]^ MiR-132 has been widely reported as a neuron-enriched miRNA which plays important roles in the development and activity-dependent plasticity of neural systems.^[@bibr18-0394632017715837]^ In this study, we showed that miR-132 was highly expressed in hippocampal neurons following OGD exposure. Overexpression of miR-132 protected hippocampal neurons from OGD-diminished viability and OGD-induced apoptosis by regulation of BCL-2, Bax, cytochrome c, caspase-9, and caspase-3. Furthermore, FOXO3 was a direct target of miR-132 and was negatively regulated by miR-132. To our knowledge, this is the first demonstration that miR-132 protects hippocampal neurons against OGD injury by inhibiting apoptosis.

Altered miRNA expression has been linked with a variety of brain diseases and injury, including HIBI.^[@bibr22-0394632017715837][@bibr23-0394632017715837]--[@bibr24-0394632017715837]^ Previous studies have showed that miR-132 was abnormally expressed in ischemic brain damage, while the description of how hypoxic-ischemic alters miR-132 expression profiles is controversial. Lusardi et al.^[@bibr25-0394632017715837]^ demonstrated that miR-132 was reduced in a preconditioning model of focal stroke. In contrast to Lusardi et al., Keasey et al. demonstrated that miR-132 was increased following OGD.^[@bibr20-0394632017715837]^ Yao et al.^[@bibr26-0394632017715837]^ also reported hypoxia-induced up-regulation of miR-132 in Schwann cells. In this study, we employed qRT-PCR to explore the expression of miR-132 in OGD-stimulated hippocampal neurons, and our findings were consistent with the studies of Keasey et al. and Yao et al. that miR-132 was up-regulated following OGD. This finding hit that increased expression of miR-132 may be involved in OGD-induced damage in hippocampal neurons.

MiR-132 is enriched in brain tissue and plays important roles in neuronal differentiation and development.^[@bibr27-0394632017715837][@bibr28-0394632017715837]--[@bibr29-0394632017715837]^ The neuroprotective functions of miR-132 have been well established. At a cellular level, miR-132 regulates neurite growth and arborization, and synaptic structure and function. At a system level, miR-132 is essential for experience-dependent structural and functional plasticity of the visual cortex.^[@bibr18-0394632017715837]^ A previous study has demonstrated that miR-132 could reduce OGD-induced neuronal death, as evidenced by the increase in cell viability.^[@bibr20-0394632017715837]^ In consistence with the previous study, we found that miR-132 increased OGD-diminished viability in hippocampal neurons. Moreover, we for the first time revealed that miR-132 reduced OGD-induced apoptosis, which further confirmed the neuroprotective role of miR-132 in OGD-induced injury.

To further elucidate the underlying mechanism(s) via which miR-132 protected hippocampal neurons from OGD-induced injury, we conducted western blot analysis for detecting the expression of several apoptosis-related proteins. We found that miR-132 overexpression prior to OGD exposure resulted in significant down-regulation of Bax, cytochrome c, and caspase-9 and a significant up-regulation of BCL-2. These data further confirmed the neuroprotective functions of miR-132 on OGD-induced injury and provided the evidence that miR-132 plays an anti-apoptotic role in regulating the expression of pro- and anti-apoptotic proteins. However, miR-132 silencing has been reported to decrease recurrent epileptic seizures by reducing neuron cell apoptosis, with reduced expression of both BCL-2 and Bax.^[@bibr30-0394632017715837]^ This discrepancy may be due to differences in the models investigated and highlights the complexity of the control of cell processes exerted by miRNAs.

Cytochrome c release has been implicated in mitochondrial control of apoptosis and activation of caspase-3.^[@bibr31-0394632017715837]^ Caspase-3 and caspase-9 are critically involved in the process of programmed cell death in the central nervous system.^[@bibr32-0394632017715837],[@bibr33-0394632017715837]^ Thus, we further detected the caspase-3 activity to reveal whether miR-132 protects OGD-induced apoptosis via regulation of caspase-3. As a result, we found that miR-132 overexpression significantly reduced caspase-3 activity. Thus, our findings indicate that miR-132 protects hippocampal neurons against OGD injury by inhibiting apoptosis via a mechanism that involves regulation of caspase activity and the expression of BCL-2 and Bax. Although further studies are required to confirm the results of this study in vivo, it has recently been reported that miR-132 protects against neuronal cell death in a mouse model of intracerebral hemorrhage.^[@bibr34-0394632017715837]^

FOXO transcription factors are pivotal regulators in maintaining cellular homeostasis.^[@bibr35-0394632017715837]^ Among the mammalian FOXO family members, FOXO3 is highly homologous in its protein sequences and has been reported as a pro-apoptotic factor in tumor cells.^[@bibr36-0394632017715837],[@bibr37-0394632017715837]^ FOXO3 is also associated with oxidative stress.^[@bibr38-0394632017715837]^ In a previous study, it has been demonstrated that miR-132 plays an important role in hematopoietic stem cells cell-cycling, differentiation, and apoptosis via buffering FOXO3 protein expression.^[@bibr39-0394632017715837]^ In this study, we showed that FOXO3 was a direct target of miR-132, and it was negatively regulated by miR-132. These findings suggested that miR-132 plays a role in buffering perturbations in the expression of FOXO3 in response to OGD, and miR-132 protected OGD-induced apoptosis possibly via inhibition of FOXO3.

In summary, this study demonstrates that miR-132 protects hippocampal neurons against OGD-induced apoptosis via a mechanism that possibly involves the regulation of FOXO3, and caspases, as well as Bax and BCL-2. These findings provide an improved understanding of the potential of miR-132 as a therapeutic target for fetal HIBI.
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